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LOCUS HSY11416 2234 bp mRNA linear PRI 02-SEP-1997

DEFINITION H.sapiens mBNA for P73.
ACCESSION  Y11416
VERSION Y11416.1 GI:2370175
KEYWORDS p53 transcription factor; P73 gene; transcription factor: tumor
Suppressor .
SOURCE Homo sapiens (human)
ORGANISM Homo sapiens
Eukaryota: Metazoa: Chordata: Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Primates: Catarrhini; Hominidae; Homo.
REFERENCE 1
AUTHORS  Kaghad,M., Bonnet,H., Yang,A., Creancier,L., Biscan,J.C.,
Valent,A., Minty,A., Chalon,P., Lelias,J.M., Dumont,X., Ferrara,P.,
McKeon,F. and Caput,D.
TITLE Monoallelically expressed gene related to p53 at 1p36, a region
frequently deleted in neuroblastoma and other human cancers
JOURNAL  Cell 90 (4), 809-819 (1997)
MEDOLINE 97433090
PUBMED 9288759
REFERENCE 2 (bases 1 to 2234)
AUTHORS  Caput,D.
TITLE Direct Submission
JOURNAL  Submitted (21-FEB-1997) D. Caput, Sanofi-Elf-Bio-Recherches, Labege
Innopole - BP 137- Voie N 1, 31676, Labege Cedex, FRANCE
FEATURES Location/Qualifiers
source 1..2234
/organism="Homo sapiens"
/mol_type="mRNA"
/db_xref="taxon:9606"
/chromosome="1"
/map="p36"
fcell_line="HT29"
/cel|_type="adenocarcinoma colon"

mRANA <1..>2234
/evidence=exper imental
variation 78..175

/note="exon 2 deletion
second splice variant'

variation 81
/note="allelic variant"
/replace="a"

variation 91
/note="allelic variant"
/replace="t"

gene 111..2021
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/gene="P73"

111..2021

/gene="pP73"

/function="tumor supressor"

/codon_star t=1

/product="P53-1like transcription factor"
/protein_id="CAA72220.1"

/db_xref="Gl:2370176"

/db_xref="SPTREMBL :015350"

/translation="MAQSTATSPOGGT TFEHLWSSLEPDSTYFDLPQSSRGNNEVVGG
TOSSMOVFHLEGMTTSVMAQFNLLSSTMDOMSSRAASASPYTPEHAASVPTHSPYAQP
SSTFOTMSPAPV | PSNTDYPGPHHFEVTFQQSSTAKSATWTYSPLLKKLYCQ I AKTCP
[QIKVSTPPPPGTA | RAMPVYKKAEHVTDVVKRCPNHELGROFNEGQSAPASHL IRVE
GNNLSQYVDDPVTGRQASVVVPYEPPQVGTEFTT I LYNFMCNSSCVGGMNRRPILITIT
LEMRDGQVLGRRSFEGR | CACPGRDRKADEDHYREQQALNESSAKNGAASKRAFKQSP
PAVPALGAGVKKRRHGDEDTYYLQVRGRENFE | LMKLKESLELMELVPQPLVDSYRQQ
QALLQRPSHLQPPSYGPVLSPMNKVHGGMNKLPSVYNQLYGQPPPHSSAATPNLGPVGP
GMLNNHGHAVPANGEMSSSHSAQSMVSGSHCTPPPPYHADPSLVSFLTGLGCPNC I EY
FTSQGLQS [ YHLONLT IEDLGALK ! PEQYRMT | WRGLQDLKQGHDYSTAQQLLRSSNA
AT S1GGSGELARQRVMEAVHFRVRHT I T | PNRGGPGGGPDEWADFGFDLPDCKARKQ
PIKEEFTEAEIH"

join(111..1594,1689. .1704)

/gene="pP73"

/note="first splice variant"

/codon_star t=1

/evidence=experimental

/protein_id="CAA72219.1"

/db_xref="Gl:2370177"

/db_xref="SPTREMBL:015351"
/translation="MAQSTATSPOGGTTFEHLWSSLEPOSTYFDLPQSSRGNNEVVGG
TDSSMOVFHLEGMTTSVMAQFNLLSSTMDQMSSRAASASPYTPEHAASYPTHSPYAQP
SSTFOTMSPAPV | PSNTOYPGPHHFEVTFQQSSTAKSATWTYSPLLKKLYCQ ! AKTCP
| GIKVSTPPPPGTA | RAMPVYKKAEHVTDVVKRCPNHELGROFNEGQSAPASHL IRVE
GNNLSQYVDOPVTGRASVVVPYEPPQVGTEFTT | LYNFMCNSSCVGGMNRRPIL I I IT
LEMRDGQVLGRRSFEGR | CACPGRDRKADEDHYREQQALNESSAKNGAASKRAFKQSP
PAVPALGAGVKKRRHGDEDTYYLQVRGRENFE | LMKLKESLELMELVPQPLVDSYRQQ
QQLLARPSHLAPPSYGPYLSPMNKVHGGMNKLPSVNQLYGQPPPHSSAATPNLGPYGP
GMLNNHGHAVPANGEMSSSHSAQSMVSGSHCTPPPPYHADPSLVRTWGP"
255..2021

/gene="pP73"

/note="second splice variant"

/codon_star t=1

/evidence=experimental

/protein_id="CAA72221.1"

/db_xref="G|:2370178"

/db_xref="SPTREMBL :015350"
/translation="MDVFHLEGMTTSVMAQFNLLSSTMDOMSSRAASASPYTPEHAAS
VPTHSPYAQPSSTFDTMSPAPY | PSNTDYPGPHHFEVTFQQSSTAKSATWTYSPLLKK
LYCQIAKTCP IQIKVSTPPPPGTA | RAMPVYKKAEHVTDVVKRCPNHELGRDFNEGQS
APASHL | RVEGNNLSQYVDDPVTGRQSVVVPYEPPQVGTEFTT | LYNFMCNSSCVGGM
NRRPILI | I TLEMRDGQVLGRRSFEGR | CACPGRDRKADEDHYREQQALNESSAKNGA
ASKRAFKQSPPAVPALGAGVKKRRHGDEDTYYLQVRGRENFE | LMKLKESLELMELVP
QPLVDSYRQQQQLLQRPSHLAPPSYGPVLSPMNKVHGGMNKLPSVNQLVGQPPPHSSA
ATPNLGPVGPGMLNNHGHAVPANGEMSSSHSAQSMVSGSHCTPPPPYHADPSLYSFLT
GLGCPNCIEYFTSQGLQS | YHLQNLT I EDLGALK | PEQYRMT | WRGLQDLKQGHDYST
AQQLLRSSNAAT | S | GGSGELQRQRVMEAVHFRVRHT | T | PNRGGPGGGPOEWADFGF
DLPDCKARKQP IKEEFTEAE IH"

1595. . 1688

/gene="pP73"
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BASE COUNT
ORIGIN

1

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221

]

462 a

aggggacgca
ggctgegacg
ccaccgecac
cagacagcac
gaacggattc
agttcaatct
cctacaccce
ccaccttcga
cccaccact t
actcceeget
aggtgtccac
cggageacgt
acgaaggaca
agtatgtgga
aggtggggac
ggggcatgaa
tgctgggecg
ctgatgagga
ccgecageaa
tgaagaageg
actttgagat
cactggtgga
cceegtecta
tgcccteegt
acctggggacce
gcgagatgag
caccccocta
actgcatcga
ccat tgagga
gcctgeagoa
gcaacgeggc
aggccgtgca
gcggeectga
agcccatcaa
cctgegecac
gectcaggag
aggcacctca
tcacctgeag

/note="exon 13 deletion
first splice variant”

798 ¢

gcgaaaccgg
gctgcagage
ctceectgat
ctacttcgac
cagcatggac
gctgagceage
agagcacgcece
caccatgtcg
tgaggtcact
cttgaagaaa
ccegecaccee
gaccgacgtc
gtctgeteca
tgaccctgtc
ggaat tcace
ccggeggece
ccggtecttt
ccactacegg
gegtgecttce
gcggcatgga
cctgatgaag
ctectategg
cgggeceggte
caaccagcetg
cgtgggeece
cagcagcecac
ccacgecgac
gtatttcacc
cctgggggce
cctgaageag
caccatctce
cttecgegtg
cgagtgggeg
ggaggagttc
cgcccagaga
gcaggacctt
caggcccecag
aacc

646 g

ggcecgegec
gagctgecct
gggggacacca
cttcececagt
gtcttecace
accatggacc
gccagegtge
ccggegectg
ttccageagt
ctctactgece
ccaggcactg
gtgaaacgct
gccagecacce
accggeagge
accatcctgt
atcctcatca
gagggccgea
gagcagcagg
aagcagagcc
gacgaggaca
ctgaaagaga
cagcagcagce
ctctegececa
gtgggccage
gggatgctca
agcgceccagt
cccagectceg
tcccaagggot
ctgaagatcc
ggccacgact
atcggegget
cgccacacca
gact tcgget
acggaggecg
cccaagetge
cgggetgtge
gaaaggccca

328 t

aggccagecg
cggaggcecgg
cgtttgagea
caagccgggagd
tggagggcat
agatgagcag
ccacccactc
tcatccecte
ccageacgge
agatcgccaa
ccatcecggge
gccccaacca
tcatccgegt
agagegtegt
acaacttcat
tcatcaccct
tctgegectg
ccctgaacga
cecectgeegt
cgtactacct
gcetggaget
agctcctaca
tgaacaaggt
ctecececgea
acaaccatgg
ccatggtcte
tcagtttttt
tacagagcat
ccgageagta
acagcaccge
cagoggaact
tcaccatcce
tcgacctgec
agatccactg
cteecctete
CCggggaaag
gccaccgaag

ggacggacgce
cgtggggaag
cctetggage
gaataatgag
gactacatct
ccgegeggec
gcectacgea
caacaccgac
caagtcagcec
gacatgcccce
catgcctgtt
cgagctcggg
ggaaggcaat
gotgecctat
gtgtaacagce
ggagatgcgg
tcetggecge
gagctccgece
cceegecctt
tcaggtgcga
gatggagttg
gaggccgagt
gcacgggggce
cagttcggea
ccacgcagtg
ggggtcccac
aacaggattg
ttaccacctg
ccgeatgacce
gcagcagcetg
gcagcgecag
caaccgeggce
cgactgcaag
agggcectcge
cttcetgtot
gcaaggtceg
ccgeetgtog

cgatgeecgg
atggcccagt
tctctggaac
gtggtgogeg
gtcatggece
tcggccagee
caacccagct
taccccggac
acctggacgt
atccagatca
tacaagaaag
agggacttca
aatctctege
gagccaccac
agctgtgtag
gatgggcagg
gaccgaaaag
dagaacgggg
ggtgecggtg
ggccgggaga
gtgccgeage
cacctacage
atgaacaagc
gctacaccca
ccagccaacg
tgcactcege
gggtgtccaa
cagaacctga
atctggceggg
cteegetcta
cgggtcatgg
ggcccagyacy
gcecgeaage
ctggctgcag
gtccaaaact
gcccatecce
acagcctgag
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RID=1057244210-018296-26361,

[7>gi | 2370175 emb|Y11416. 1[HSY 11416 H.sapiens mANA for P73

Length = 2234

Score = 123 bits (62), Expect = 1e-25
ldentities = 170/206 (82%)
Strand = Plus / Plus

Query:

Sbjct:

Query:

Sbject:

Query:

Sbjct:

Query:

Sbjct:

;&! ttccageagtcgageaccgecaagtcggecacctggacgtattccactgaactgaagaaa 97

501 ttccagcagtccagecacggecaagt cagecacctggacgtactcceegetct tgaagaaa 560

98 ctctactgccaaattgcaaagacatgecccatccagatcaaggtgatgaccccacctect 157

561 ctctactgccagatcgecaagacatgecccatccagatcaaggtgtccaccecegecacee 620

158 cagggagetgttatccgegecatgectgtctacaaaaaagetgageacgtcacggaggtg 217
ot e HEer R e veeer teeer Teeeerer 1 1kt
621 ccaggcactgccatcecgggecatgectgt ttacaagaaagecggagcacgtgaccgacgtc 680

A0
218 gtgaagcggtgccccaaccatgaget

FLEEEEE TEEETERETEr T
681 gtgaaacgctgccccaaccacgaget 706

http://www.ncbi.nlm.nih.gov/blast/Blast.cgi
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RID=1057244210-018296-26361,

Query:

Sbjct:

Query:

Sbjct:

Query:

Shjct:

Query:

Sbjct:

38
501

98
561

158
621

218
681

ttccagcagt cgagcaccgecaagt cggecacctggacgtattccactgaactgaagaaa 97

FECVLVREEET PR TRt PECEEE e e e LEEETTH
ttccagcagt ccageacggecaagt cagecacctggacgtactceecegetct tgaagaaa 560

ctctactgccaaattgcaaagacatgecccatccagatcaaggtgatgaccccacctect 157

FECCCCEEEEE 10 10 CEEER R e e e e e e e e e e e

ctctactgeccagatcgecaagacatgecccatccagatcaaggtgtccacceegecacee 620

cagggagetgt tatcegegecatgectgtctacaaaaaagetgageacgtcacggaggty 217
bt Hee TEEEE TEEERER TR T e PR PR e e 1

ccaggeactgecatccgggecatgectgt t tacaagaaagcggageacgtgaccgacgtc 680

gtgaagcggtgecccaaccatgaget 243
FOEEE T EHEEEEETEE ETET

gtgaaacgctgecccaaccacgaget 706

http://www.ncbi.nlm.nih.gov/blast/Blast.cgi

Page 1 of 1
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RID=1057244210-018296-26361,

[CI>gi [2370175]emb|Y11416. 1|HSY 11416 H.sapiens mANA for P73

Score =
Identities = 170/206 (82%)
Strand = Plus / Plus

Query:

Sbjct:

Query:

Sbjet:

Query:
Sbjct:

Query:
Shjct:

38
501

98

561

158

621

218
681

Length = 2234
123 bits (62), Expect = 1e-25

ttccagcagt cgagcaccgecaagt cggecacctggacgtat tecactgaactgaagaaa 97
FEECCPEEERE T Her e e TEEr ey e [LEEET

ttccagcagtccagecacggecaagt cagecacctggacgtactceeecgetct tgaagaaa 560

ctctactgccaaat tgcaaagacatgecccatccagatcaaggtgatgaccccacctect 157

ctctactgecagatcgecaagacatgecccatccagatcaaggtgt ccacceegecacee 620

cagggagetgttatccgegecatgectgtctacaaaaaagetgageacgtcacggagatg 217
N e R R RN AR R A e

ccaggcactgccatccgggecatgectgtt tacaagaaageggagcacgtgaccgacgte 680

gtgaagcggtgecccaaccatgaget 243
FECLE 00 DEEEEEEET e 11

gtgaaacgctgecccaaccacgaget 706

http://www.ncbi.nlm.nih.gov/blast/Blast.cgi

Page 1 of 1
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RID=1057244210-018296-26361,

[C>gi 2370175 emb|Y11416. 1][HSY 11416 H.sapiens mANA for P73
Length = 2234

Score = 123 bits (62), Expect = 1e-25
ldentities = 170/206 (82%)
Strand = Plus / Plus \

(

X

WA

tidragtadtgagcaccgccaagt cgccacctggacgtatytccactgadctgaagaaa 97
N AN R T A A REREREIES

tccagcagtcgageacggecaagtcagecacctggacgtactceccgett tgaagaaa 560

Query: 98 ctctactgcca ttgc(aagacatgccc ggtgatgaccccacctect 157
JELTERMETEE B |INIII.I-IHIIII.HII-H-IIIII-I~HI) FEEED TL T

Sbjct: 561 ctctactgecagatcgecaagacatgecccatccagatcaaggtgtccaccecgecacce 620

~X

Query: 158 cagggagctgttatccgegecatgectgtctacaaaaaagetgageacgtcacggaggtg 217

ot e (e Teree et eeeer teene Heereene e e
Sbjet: 621 ccaggcactgecatccgggecatgectgtttacaagaaagecggageacgtgaccgacgtc 680

Query: 218 gtgaagcggtgccccaaccatgaget 243

FEEEE T TRV bert
Sbjct: 681 gtgaaacgctgccccaaccacgaget 706

http://www.ncbi.nlm.nih.gov/blast/Blast.cgi
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caccgactac
541 ccaggccege acagtttcga cgtgtecttc cagcagtcga gecaccgccaa gtcggecace
601 tggacgtatt ccactgaact gaagaaactc tactgccaaa ttgcaaagac atgccccatc
661 cagatcaagg tgatgacccc acctcctcag ggagetgtta tccgegecat gectgtctac
721 aaaaaagctg agcacgtcac ggaggtggtg aagcggtgec ccaaccatga getgagecgt

ABD'éO’)%
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